Creating a OneArray Custom Track in the UCSC Genome Browser

The UCSC Genome Browser can display Phalanx probes as a custom track using a BED file.

1. Open the "UCSC Genome Browser" page in your web browser:
http://genome.ucsc.edu/cgi-bin/hgTracks?org=human.
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2. Copy-and-paste the following URL:
ftp://ftp.phalanxbiotech.com/pub/annotations/hoa/current/phalanx_hoa 1.4.bed.gz
into the text box labeled WPaste URLs or dad f X @30 YR 0 Q
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or PSL fom:lats To configure the display. set track and browser ]me attributes as described in the User's (}mde Pubhclj_. avi aﬂable
custom tracks are listed here. Examples are here.

Paste URLs or data: Or upload:
ftp://ftp.phalanxbiotech.com/pub/annotations/hoa/current/phalanx hoa 1.4 #
.bed.gz



http://genome.ucsc.edu/cgi-bin/hgTracks?org=human
ftp://ftp.phalanxbiotech.com/pub/annotations/hoa/current/phalanx_hoa_1.4.bed.gz

3. OntheWal yI 38 /dad2Y ¢NIO1aQ LI ISDutdd A 0| 2y G(KS w3z

Home Genomes Genome Browser Blat Tables Gene Sorter PCR Session FAQ Help

Manage Custom Tracks

genome: Huiman assembly: Mar 2006 [hgl8]

“Nawe | Descipion[TyplDodtons) o) EETTY) TS

Phalanx HOA [Phalanx Human One Array Probes bed 41215|chrl:| [@ =

[ add custom tracks ]

’ go to genome browser ]I

[ go to table browser J

4. You will be returned to the Genome Browser home page, displaying Phalanx probe sequences on chromosome 1
with all other tracks hidden.
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Use drop-down controls below and press refresh to alter tracks displayed.
Tracks with lots of items will automatically be displayed in more compact modes.




